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Figure 1 B 
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Figure 1 C 



5/16 



Figure IE 



if sf 




Heavy chain 
^ NADE dimer 

H NADE monomer 



Figure 1F 



^ -S* -S> 

^ 

^ <<> ^ 



Dimer 
Monomer 



6/16 



Figure 1G-1 

Mouse 

1 acgagcacccggccagcagcccggagccccccrgcgcgcggcgggccggcagcgggccc? 60 
61 aggcgagcgggacagaccgaccggaagccgagagcccaggcggcagcgggaaccgacagg 120 
121 aggaccacgccgcaagggacaggcccagaacagcaaccaggaaacaaaacctcaccacgg 180 
181 ccaacgcccaccaggaaaacgaagagccggagcagcccccgcagaacggacaggaagacc 240 
241 gcccrgcgggaggaggcgagggccaccagcc-.gccgcaaacaacaacaacaacaaccaca 300 
301 accacaaccacaaccaccaccgaagaggccaggcccgccgaQetgccccnaacc^ccgac 360 
361 gggccacccccaacaggcagacgaacgacgggccgggcggagacggagacgacacggaaa 420 
421 tgcccacggaggagatgagagagacccggagaaagcttagggagcracagccgagaaacc 480 
481 accracgcatccrcacgggggagccgticcaaccaccacgaccaccacgargaacccrgcc 540 
541 tracgccrrgaccrcggccacr^ccccccgagacccacaccgcgacccccgccgcagccc 600 
601 trr3cccciEicctccccgacat:gccrc-aacgacccgct::grggtgagcc£'rgt:gt:cac 660 
661 ct.ccacgccacgT:gccaggT:ggggct:-gT:g^tgccagt:ga 

Human 

1 accccatcccccacccctacaccggccc-ccacttrggcgcctgcaaagctctgggaaag 60 
60 aatcccgggaaacgaaaaacggcgggcccgggggaagggaggcaaggggagaaagccgga 120 
12X gggaggggccttaatcggaggccccgcagaggacgcgcggaacttccaaggcgggaaaaa 180 
181 acgaaatcaaaaaatcccccgacaccagggctctgaaccccgcrggtcagagcaccaagc 240 
241 actcagnctccctccccgcccttgccticacccgcgttcaaagaaaaacaaccagaaaaaa 300 
301 aaaaccccaccacggcaaacarrcaccaggaaaacgaagagacggagcagccracgcaga 360 
361 acagagaggaagaccgccc-r-gggaggaggcgaaggccaccagccrgcaggaaaccgac 420 
421 gaggacaggcccgccgacccgcccccaacrr-cgacgggccacacccaacaggcagacca 480 
481 azaacgggacgggcggagacggagacgacatggaaacatrcacggaggagacgagagaaa 540 
541 -caaaaaaaaacctagggagc^gcaac!igaggaact:gcccgcgT;accc^-acgggggagc 600 
601 - — cuaaccaccatgaccaticacgacgaatr^rgccctiatgcccrgacnccngccacnra 660 
661 rcacgagaccaacaccgcgarrcccgccg-rtrccccttccccgcaccrrccraacacgc 720 
721 c-craccaacccgcccgccg-gaacccracgrcatctccacgtgccaagcgggccrtgcg 780 
781 c-5ccagcc^ct:acccgaagacr=ccr--gcacccagcg-.aagLt:r = cgccagcagcagc 840 
841 crcacccactcgcacggaaaaac-taaagc^acaaagcaacctiaaaaagc 



Figure 1G-2 
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Figure 2A 




Figure 2B 
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Figure 2 C 
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Figure 3 A 
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Figure 3 C 
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Figure 3 D 
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Figure 3 E 
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